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Extended Data Fig. 4 | Global distributions for dietary iron deficiency in prevalence rate and DALY rate (per 100,000 population) for the same population
individuals aged 15- 49 years. Global maps display the prevalencerateand DALY ~ group from1990 to 2021 (b). The maps use color gradients to illustrate
rate (per 100,000 population) for dietary iron deficiency among individuals geographical variations, with darker shades representing higher valuesin (a) or

aged 15-49 years, both sexes, in 2021 (a). Global maps show the percent change in larger percent changes in (b).
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Extended DataFig. 5| Global distributions for dietary iron deficiency in
individuals aged 50- 69 years. Global maps display the prevalence rate
and DALY rate (per 100,000 population) for dietary iron deficiency among
individuals aged 50-69 years, both sexes, in 2021 (a). Global maps show the
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percent change in prevalence rate and DALY rate (per 100,000 population) for
the same population group from 1990 to 2021 (b). The maps use color gradients
toillustrate geographical variations, with darker shades representing higher
valuesin (a) or larger percent changesin (b).
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Extended Data Fig. 6 | Global distributions for dietary iron deficiency in
individuals aged >70 years. Global maps display the prevalence rate and DALY
rate (per 100,000 population) for dietary iron deficiency among individuals
aged >70 years, both sexes, in 2021 (a). Global maps show the percent change in

ion) for individuals 70+ years, both sexes, 2021
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prevalence rate and DALY rate (per 100,000 population) for the same population
group from 1990 to 2021 (b). The maps use color gradients toillustrate
geographical variations, with darker shades representing higher valuesin (a) or
larger percent changesin (b).
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Extended Data Fig. 7| Global distributions for dietary iron deficiency across (per100,000 population) for dietary iron deficiency in both sexes from 1990 to
all age groups. Global maps display the all-age prevalence rate and DALY rate 2021 (b). The maps use color gradients toillustrate geographical variations, with
(per 100,000 population) for dietary iron deficiency in both sexes in 2021 (a). darker shades representing higher valuesin (a) or larger percent changes in (b).

Global maps show the all-age percent change in prevalence rate and DALY rate
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Extended Data Fig. 8| Age-standardized prevalence and YLDs due to anemia
causes by sex, 2021. Age-standardized rates of prevalence and YLDs due to
anemia causes are displayed by sex for 2021. Dietary iron deficiency (pink)
constitutes the largest segment of both prevalence and YLDs for males and

Sex
females, followed by contributions from hemoglobinopathies and hemolytic
anemias (orange), other infectious diseases (green), and neglected tropical
diseases (purple). The bars, color-coded for specific causes, illustrate the relative
proportions attributed to each anemia cause across sexes.
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available through the Global Health Data Exchange GBD 2021 website https://ghdx.healthdata.org/gbd-2021.
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